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CMV resistance to antivirals is still an
unmet need:
Results from the French National
surveillance 2006-2020

S. Alain %2, M. Gomez-Mayeras 1, D. Boutolleau 3, S. Burrel 3, J. Le Goff 4, C. Bressolette >, M. Lafarge !, F.
Garnier-Geoffroy 1, S. Hantz 2 and the French Resistance Survey Group

INational Reference Center for Herpesviruses, CHU Limoges - Limoges (France), ?Inserm U1092, Limoges
University - Limoges (France), 3National Reference Center for Herpesviruses associate laboratory, APHP Pitié
Salpétriere - Paris (France), 4Virology department, AP-HP, Saint Louis - Paris (France), *Virology department,

CHU Nantes - Nantes (France)

SCHU R W oee, N Inserm

Limoges HERPESVIRUS



French CMV resistance survey 2006-2021

Out of 2287 genotypes performed at the University Hospital of Limoges

No major impact of
Covid19 on the burden of

resistance
687 (30%) showed the presence of resistance mutations,
547 in UL97 (79.6%), 194 in UL54 (28.2%), 13/181 (7,2%) since 2018 in UL56, 0 in UL89.
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Resistance to new antivirals also occurs

Letermovir resistance 2018-2021 Maribavir resistance 2018-2021

21 patients with resistance
from 12 centers

Mutations: UL56

Other
immunodeficiency
10%

No mutation in UL89, MBV R: 3,9%
2 cases with UL51 mutations (P91S and a new mutation

A95V)



Conclusion

* Virological resistance account for one third of non response cases.

* The stable number of resistance genotyping asked by centers illustrates the constant risk
of treatment failure, and emergence of resistance, even during Covid 19 pandemics, with
the risk of late diagnosis due to lower access to medical structures.
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